Meloidogyze species. One introduction of tobacco has good resistance, but, unfortunately, has narrow leaves and is not suitable for commercial production. The resistance appears to be closely associated with the narrow leaves, as no one has been able to isolate wide leaved resistant selections. The association may be caused by linkage and/or pleiotropism.
An experiment was designed to provide data that could be used 1.0 estimate the genotypic correlation between leaf width and root-knot nematode resistance and also to estimate genetic va.riances of these characters.
Various authors-Burton (I), Comstock and Robinson (3) ( 4 ) , Grafius et al. ( 5 ) , Robinson, Comstock and Harvey (6) --have presented methods of estimating genetic variance and covariance components, the assumptions underlying the components, and how these components can be used in predicting the expected progress from selection of quantitative characters in breeding programs. : .. As this experiment was conducted only in one year, the genotype-year interaction component could not be separated from the genotypic component of the progenies. However,,, the fact that the estimate of the progeny-locationyear inter.iction for leaf width and roots galled is zero and relatively small for leaf length tends to indicate that the genotypeyear interaction component is not very large. Primary interest in the results centers on the genotypic correlations, which are presented in table 2. The genotypic correlation between leaf width and roots galled (low resistance) was found to be 0.30. As this is a positive correlation between leaf width and increased susceptibility, the correlation between increased resistance and leaf width would be negative. Although a negative correlation between resistance and leaf width was expected, the fact that the correlation is 0.30 instead of 1.0 suggests that the association between leaf width and high resistance is not complete linkage between all genes, thus increasing the confidence of the tobacco breeders in their ability to select a wide-leaf, resistant segregate.
The phenotypic correlation of 0.13 between leaf width and roots galled indicates that the infestation of nematodes is keeping the leaf width genotypes from expressing themselves completely. The fact that the genotypic and phenotypic correlations between leaf length and roots galled was only 0.05 points out that the breeder will not have to consider leaf length in selecting for high resistance. However, the genotypic correlation of 0.32 between leaf length and leaf width indicates that as leaf length or leaf width is increased by selection, there will also be an increase in the other associated character.
Burton ( 2 ) has used the coefficient of genetic variability for comparing potential improvement of a character relative to its mean. These are presented in table 3 . For example, if it is assumed that the best progenies in terms of any one trait will excel the mean by two or more standard deviations, it is indicated that an occasional progeny should be up to 36y0 superior in root-knot resistance, whereas a comparable figure for leaf length is only about 8%.
Another way of expressing genetic variability is by heritability estimates. The heritability estimates for leaf length were 5.8%, for leaf width, 3.776, and for roots galled, 29.1%. These estimates are indicative of the low genetic variability present in this population for leaf length and 
